Table S1. Variables measured (using herborised leaves) and their relationships according to the method of Martinez & Grenan (1999), adapted for
olive leaves (see Fig. 2 and Table 1).
Genotype name Sample code P L A2 Al A3 al 02 Rel 1 Rel 2 Rel 3 Rel 4 Rel 5

Brava Gallega® 6 Mean  0.32 4.36 0.94 0.70 0.80 39.62 5558  21.53 16.02 18.28 74.80 85.11
SD  0.09 0.67 0.19 0.14 0.16 6.45 10.27 2.55 1.74 221 7.09 6.10

CV 2795 1546 19.92 20.62 20.27 16.27 1848 11.82 10.85 12.10 9.48 7.16

7 Mean  0.36 5.03 1.03 0.79 0.85 3881 51.56 20.51 15.78 17.01 77.41 83.21

SD  0.07 0.63 0.18 0.15 0.12 4.68 9.28 2.81 2.06 2.29 7.75 6.62

Ccy 1992 1250 17.23 1833 13.88 12.05 18.00 13.71 13.08 13.48 10.01 7.96

Cobrancoga® 1 Mean  0.34 4.52 1.05 0.75 0.85 4059 7457  23.71 16.89 19.07 71.20 80.98
SD  0.10 0.73 0.17 0.15 0.13 8.51 16.24 4.48 4.04 343 8.58 9.17

Cy 2920 16.18 15.69 20.13 1496 2097 21.78 18.90 23.89 18.01 12.06 11.33

2 Mean  0.64 5.68 1.17 0.90 095 3442 58.16  20.75 16.01 16.87 77.60 81.23

SD  0.11 0.76 0.17 0.15 0.17 7.89 16.19 3.34 2.63 3.17 8.04 6.80

cy 17.01 1331 1471 1697 17.57 2293 27.84 16.10 16.41 18.81 10.36 8.37

4 Mean  0.58 6.23 1.26 0.97 1.00 3533 57.30  20.30 15.67 16.23 77.58 80.13

SD  0.14 0.73 0.22 0.18 0.17 6.88 15.28 3.45 2.55 2.76 6.40 5.67

Cry 2433 11.79 1753 1845 1732 1949 26.67 16.98 16.30 17.00 8.24 7.07

5 Mean  0.44 6.02 1.01 0.77 0.84  27.59 45.63 16.85 12.80 14.00 76.41 83.30

SD  0.15 0.54 0.13 0.09 0.10 4.50 7.79 2.34 1.51 1.90 6.37 5.82

CV 3389 9.02 12.61 11.82 1230 1633 17.06 13.89 11.77 13.59 8.34 6.99

10 Mean  0.42 4.84 1.11 0.87 0.84 4185 5942 2353 18.44 17.59 78.38 75.02

SD  0.15 1.02 0.19 0.16 0.16 10.12  12.79 4.56 4.13 3.39 9.11 7.72

Cy 3503 21.12 1739 1817 19.60 24.18 21.52 19.36 22.40 19.26 11.62 10.29

Mansa Gallega® 11 Mean  0.48 6.19 1.32 0.97 1.15 3853 72.02 21.49 15.77 18.89 73.62 88.05
SD  0.20 2.33 0.50 0.39 0.40 6.01 21.08 3.21 2.81 3.13 8.37 7.47

CV 4162 3758 37.72 3980 35.00 15.60 29.27 14.96 17.80 16.55 11.36 8.48

Unknown 1° 13 Mean  0.54 5.76 1.46 1.12 1.17 4578 67.28  25.46 19.59 20.50 77.16 80.78
SD  0.08 0.67 0.17 0.15 0.14 6.23 10.41 3.18 2.72 2.53 6.93 6.48

Cry 1482 11.62 1136 1328 1197 13.61 1547 12.50 13.86 12.36 8.98 8.02

15 Mean  0.56 5.89 1.49 1.05 1.19 3746 67.16 25.44 17.94 20.29 70.62 79.82

SD  0.16 0.92 0.26 0.18 0.22 5.33 13.37 3.44 2.83 3.12 6.99 6.79

Cy 2873 1559 1741 1756 1828 1422 19091 13.51 15.76 15.37 9.90 8.51

16 Mean  0.68 6.11 1.51 1.13 1.22  35.63 63.61 24.88 18.58 20.10 74.63 81.00

SD  0.10 0.55 0.22 0.18 0.17 5.54  10.70 4.03 3.28 3.14 4.71 5.28

CV 1440  9.05 1439 1560 13.61 1554 16.82 16.19 17.66 15.63 6.31 6.51

17 Mean  0.60 6.07 1.61 1.19 1.27  40.51 61.88  26.65 19.73 21.09 74.16 79.39

SD  0.18 0.69 0.21 0.15 0.15 591 11.82 3.19 2.48 2.40 5.04 5.46

Cy 2940 1136 13.14 1256 11.63 14.58 19.11 11.98 12.55 11.38 6.80 6.88
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Table S1 (continued)

Genotype name Sample code P L A2 Al A3 al o2 Rel 1 Rel 2 Rel 3 Rel 4 Rel 5
Unknown 2° 18 Mean  0.29 4.98 0.92 0.75 0.77 37.61 4734 2022 16.94 16.42 82.14 83.78
SD  0.09 1.36 0.15 0.13 0.15 6.21 9.99 10.10 11.64 5.05 7.89 8.12
CV 3169 2732 1678 17.14 19.54 16.50 21.10 49.95 68.71 30.76 9.61 9.70
Unknown 3° 3 Mean  0.59 5.64 1.09 0.84 090 34.14 5736 2145 16.76 17.25 77.29 83.00
SD  0.16 0.80 0.15 0.12 0.16 5.23 14.41 11.48 10.36 5.54 7.08 9.60
Cy 2788 14.14 13.62 1442 1779 1531 2512 53.52 61.78 32.14 9.16 11.57
Unknown 4° 8 Mean  0.39 4.63 1.01 0.79 0.80 4143 56.16  22.09 17.28 17.35 78.29 78.71
SD  0.13 0.53 0.13 0.12 0.11 6.82  11.67 3.25 2.78 2.58 6.09 5.26
CV 3294 11.54 1258 1494 13.54 1647 20.77 14.70 16.09 14.86 7.78 6.68
Unknown 5° 9 Mean 047 6.05 0.93 1.32 1.09 34.70 65.57 15.45 22.06 18.19 143.51 118.44
SD  0.15 0.60 0.10 0.12 0.12 6.68  12.08 221 2.70 2.60 9.81 12.99
CVy 3102 986 11.20 920 10.83 19.24 1843 14.29 12.26 14.28 6.83 10.97
Unknown 6° 14 Mean  0.67 6.37 1.56 1.15 1.27 3856 6394 24381 18.25 20.10 73.90 81.12
SD  0.13 0.95 0.22 0.16 0.20 6.93 13.90 3.42 2.48 3.01 7.72 6.23
CV 1986 1486 13.79 13.79 16.06 1798 21.75 13.77 13.58 14.96 10.44 7.68
Unknown 7° 12 Mean  0.36 5.99 1.65 1.21 1.27 4191 71.28  27.69 20.40 21.36 73.95 77.36
SD  0.12 0.65 0.27 0.18 0.20 748  12.75 4.71 3.20 3.71 4.96 6.62
CV 3250 10.88 1621 1499 1555 17.85 17.88 16.99 15.70 17.37 6.71 8.56

SD = standard deviation; CV = coefficient of variation (%). “Identification obtained by comparing with molecular profiles and endocarp morphologies

held in the WOGBC (World Olive Germplasm Bank of Cordoba) database. "Cultivar not included in the WOGBC database.
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