Table S2. Means, standard deviations and coefficients of variation for drupe and endocarp quantitative variables, and their relationships (see Fig.

2 and Table 1). Samples from trees 8, 10 and 18 were not included since they produced no fruit.

Genotype name Sz‘c‘;‘:ﬂle VI:Z il:gl;:; ﬂ; ‘é‘t’l': ?vrigflf E‘l‘;’,{’gﬁf P El:fvii(()ictzlllrp RelA RelB RelC RelD RelE RelF RelG
Brava Gallega® 6 Mean 2.99 21.03 15.79 15.49 7.79 133 202 085 015 595 208 138
SD 0.83 2.17 1.49 1.78 0.65 006 011 004 004 185 018 0.14

v 27.88 10.32 9.47 11.50 8.28 465 547 408 2271 31.02 881  9.83

7 Mean 3.77 23.09 16.77 16.59 7.58 138 219 087 0.13 800 223 14l

SD 1.57 8.54 6.22 6.18 2.79 050 081 032 007 425 085  0.55

v 41.57 37.01 37.12 37.26 36.88 3645 36.82 36.67 54.66 53.18 38.11 38.74

Cobrancoca’® 1 Mean 2.9 22.01 15.26 17.30 7.92 144 219 081 019 451 193 128
SD 0.48 1.73 0.89 1.56 0.40 0.100 022 004 004 1.I8 014 0.17

v 16.03 7.85 5.84 9.04 5.00 696 986 523 2231 2620 744  13.07

2 Mean 424 24.88 16.98 19.15 8.73 147 220 081 0.19 447 195 130

SD 0.48 1.33 0.84 1.36 0.54 009 020 003 003 072 015 0.9

v 11.35 5.35 4.94 7.10 6.18 609 890 312 13.65 1608 7.65 7.14

4 Mean 483 25.28 17.90 19.11 8.40 141 228 085 0.15 621 214 133

SD 0.79 1.51 1.16 1.36 0.56 006 014 003 003 169 018 0.3

v 16.34 5.98 6.45 7.12 6.64 438 591  3.87 2266 2720 842  9.49

5 Mean 441 23.85 17.78 17.99 8.81 135 205 083 0.7 539 203 133

SD 0.95 1.33 1.54 1.11 0.52 008 014 005 005 189 021 0.4

v 21.64 5.55 8.67 6.17 5.93 578 668 632 30.67 3500 1042 10.24

Mansa Gallega® 11 Mean 1.24 16.35 11.32 12.66 6.36 145 199 079 021 416 179 130
SD 0.24 1.39 0.84 1.15 0.46 0.09 014 006 006 153 021 0.5

cv 19.57 8.50 7.38 9.09 7.20 652 691 691 2628 3686 11.61 11.60

Unknown 1° 13 Mean 1.66 18.61 12.17 14.87 7.63 153 195 076 024 343 160 126
SD 0.35 1.50 0.88 1.27 0.40 0.2 015 006 006 124 015 0.15

v 20.84 8.08 7.20 8.52 5.25 803 756  7.86 2472 3612 9.8 11.97

15 Mean 2.09 20.30 13.14 16.04 7.82 155 205 080 020 419 168 127

SD 0.29 1.24 0.79 1.07 0.36 0.10 0.3 004 004 110 012 0.3

cv 14.01 6.13 5.98 6.70 4.58 625 610 519 2063 2633 7.8  10.03

16 Mean 2.06 20.14 13.64 15.07 7.79 149 194 080 020 437 1.76 134

SD 0.51 1.44 1.51 0.94 0.55 0.13 014 005 005 152 023 0.12

cv 24.56 7.16 11.10 6.23 7.11 876  7.02 663 2648 3478 12.82 897

17 Mean 1.60 19.75 12.19 15.31 7.41 163 207 078 022 379 165 130

SD 0.32 1.30 1.03 1.18 0.47 009 014 005 005 129 015 0.12

v 19.89 6.60 8.49 7.68 6.32 564 651 641 2258 3404 897 945
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Table S2 (continued)

Genotype name S:(‘::l‘;'e v]::i‘!‘;;ft :Z;‘;‘t’l: lv)v fgflf E‘l‘;:’gct’;lrp E‘i:'i‘(’ict;rp RelA RelB RelC RelD RelE RelF  RelG
Unknown 3" 3 Mean 2.15 17.46 14.22 13.04 8.15 123 160 080 020 428 175 135
SD 0.36 1.32 0.81 1.04 0.58 008 011 005 005 127 015 0.5
v 16.71 7.53 5.66 7.99 7.07 638 673 621 2480 2971 830  10.92
Unknown 5° 9 Mean 2.55 18.94 14.60 13.99 6.99 130 200 086 014 7.09 2.0 137
SD 0.53 1.61 1.08 1.38 0.55 0.08 0.14 004 004 301 024 0.8
cv 20.71 8.50 7.43 9.84 7.88 615 705 501 3148 4241 1152 1345
Unknown 6° 14 Mean 2.16 20.41 13.88 15.76 8.08 147 195 079 021 398 172 130
SD 0.39 1.41 0.96 1.26 0.37 007 0.2 005 005 116 015 0.3
v 17.97 6.91 6.89 8.01 4.60 480 620 642  23.85 29.16 867 10.22
Unknown 7° 12 Mean 247 20.61 14.65 15.89 8.23 141 193 080 020 423 179 130
SD 0.39 1.26 111 111 0.45 008 0.2 004 004 100 017 0.1
cv 15.74 6.12 7.57 6.98 5.44 599 608 4.8 1950 2359 977  8.57

SD = standard deviation; CV = coefficient of variation (%). * Identification obtained by comparing with molecular profiles and endocarp
morphologies held in the WOGBC database. ® Cultivar not included in the WOGBC database.
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