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Supplementary File S10. Correlation plots between observed expression changes (log2foldchange) using RT-

qPCR and MACE techniques in a) Lupa, b) ILL5588, c) L. c. orientalis. Solid line: regression line. Dotted line: 

95% confidence interval 

 

  a) Lupa 

 

 

  b) ILL5588 

 

LUPA     Var2     = -0.191 + 0.601 * Var1

Correlation: r = 0.689, p = 0.002
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ILL5588   Var1 = -0.237 + 1.102 * Var2

Correlation: r = 0.804; p = 0.000
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  c) L. c. orientalis 

 

L. c. orientalis  Var1 = -0.045 + 1.035 * Var2

Correlation: r = 0.618, p = 0.006 
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